Supplemental Figure 3: Enrichr analysis of Magenta module LEA genes implicates Ca?*-

relevant pathways in PMDD

'SUZ{2.CHEA" " g H3K27me3 Mobilized CD34 Primary Cells
£
. RESTCHEA < |HBK2TRESIBrAINIATEHBTERp oral Lobe
- ESR1CHEA £ H3K27me3 Colonic Mucosa
S EzH2_ENCODE £ Haka7me3 S DF 19.1
& TCF3_CHEA = [HSK27mEsIDUGHsH, m Mucosa
I )
=8 EZH2_CHEA ~ | Neuroacive ligand-iSGEpIoFnEragion Homo sapiens_hsa0d080
12 SRR = A  GAMP signaling pathway_Homo sapiens_hsa0402¢
3 ISR CHEn ( Rap1 signaling pathway_Homo sapiens_hsa04015
Z INBANG = 4 [Ras signaling pathiay_Homo sapiens_hsa04014
< IRESHl eNcoDE < | Glutamatergic synapse_Homo sapiens_hsa04724
glycine binding (G0:0016504) s megakaryocyle differentation (GO:0030219)
I3
kinase inhibitor activity (G0:0019210) 8 anterograde trans-synaptic signaling (G0:0098916)
Kcysteinyilietikotienaireceptor activity (GO:0001631) & chemical synaptic transmission (GO:0007268)
Netikstriene recepionactvit(c 0:0004974) 7 [Ineliron projection extension involved inel-on projection guidance (GO:1¢
o
syntaxin-1 binding (G0:0017075) 3 : )
IGeproteincoupledireceptorativity (G0:0004930) 5
calcium ion transmembrane transporter activity (GO:0015085) m  regulation of calcium ion-dependent exocytosis (GO:0017158)
ivity (GO:0019887) 8 _volved in neuron projection guidanc
Niireatransmembrane transporter activity (G0:0015204) < [psifive regulaion of synaptic fransmission (GO:0050806)
INGiiagegatedionIchante! activity involved in regulation of postsynaptic me  + INMDASISCHVEGIUaMale FecepIoRCompIex (GO:0017146)
5 [SyAtaxin Binding (G600 19905) ¢ [iGRGHopic GlltEMAlErECapIonEomM plex (GO:0008328)
5 IDTOIeIRKIRASSIARIBIIGR acivity (G0:0004860) £ liftegraliemponentofiplashia membrane (GO:0005887)
§ _rowth factor-activated receptor activity (GO:0005021 g-_-aminobutyric acid transport vesicle membrane (C
i calcium-dependent phospholipid binding (GO:0005544) 8 _-aminobutyric acid transport vesicle (GO:0061200
3 IGroWiRIaCIoRrecaptor binding (GO:0070851) L )
2 [preiSiRtGHmoneNegeptor activity (GO:0016500) 3
= [NinctinBindingl(G0:0017166) & cation channel complex (GO:0034703)
S cation channel activity (G0:0005261) 8 ~axon (G0:0030424)
& calcium channel activity (GO:0005262) - [FFIGEINIFEgaRtot complex (GO:0042101)
0 10 20 30 0 10 20 30

Enrichr Combined score (10g Penrichment * Zexpected Rank )

Enrichr Combined score (log Penrichment * Zexpected Rank )



